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θ cos θ +
i sin θ i i2 = −1
Ω
U1, U2 ∼ i.i.d. Ω
(Z1, Z2) =
(
η1
V1 + ξ1
ξ1V1 + 1
, η2
V2 + ξ2
ξ2V2 + 1
)
, (1)
V1 = U1 V2 = (U2+ r)/(rU2+ 1) r = |ρ|U
sgn(ρ)
1
η1, η2 ∈ Ω, 0 ≤ ξ1, ξ2 < 1 −1 < ρ < 1 sgn(x) = 1 (x ≥ 0)
sgn(x) = −1 (x < 0)
(Z1, Z2)
f (z1, z2) =
1
4pi2
(1− ρ2)(1− ξ21)(1− ξ
2
2)
|a11(z1η1)q z2η2 + a12(z1η1)
q + a21z2η2 + a22|
2
,
z1, z2 ∈ Ω,
a11 = ξ1ξ2 − ψ, a12 = ψξ2 − ξ1, a21 =
ψξ1 − ξ2, a22 = 1− ψξ1ξ2, ψ = |ρ|, q = sgn(ρ).
ηj Zj ξj Zj
ρ Z1 Z2 dependence j = 1, 2
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(2) arg(η1) = arg(η2) = 0, ξ1 = 0.2
(Z1, Z2) (2)
Z1 ∼ C
∗(ξ1η1), Z2 ∼ C
∗(ξ2η2),
Z1 | z2 ∼ C
∗
(
−η1
a11z˜2 + a12
a21z˜2 + a22
)
, Z2 | z1 ∼ C
∗
(
−η2
a11z˜1 + a21
a12z˜1 + a22
)
,
z˜j = (zjηj)
q, j = 1, 2. C∗(φ)
wrapped Cauchy
f (z) =
1
2pi
1− |φ|2
|z − φ|2
, z ∈ Ω; |φ| < 1.
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